The asymmetric unit of the title compound, C 20 H 18 ClN 5 O 3 S, contains two independent molecules with significantly different conformations of the heterocyclic thiazine rings. In both molecules, the thiazine rings adopt half-chair conformations, with the S atoms displaced by 0.382 (3) and 0.533 (3) Å and N atoms À0.351 and À0.275 Å , respectively, from the planes formed by the remaining ring atoms. The crystal structure is stabilized by weak intermolecular N-HÁ Á ÁO and C-HÁ Á ÁO interactions.
Related literature
For related structures, see: Ahmad et al. (2008 Ahmad et al. ( , 2009 Ahmad et al. ( , 2011 Siddiqui et al. (2008) . For puckering parameters, see : Cremer & Pople (1975) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) . Symmetry codes: (i) Àx; Ày þ 1; Àz; (ii) Àx; Ày À 1; Àz þ 1; (iii) x þ 1; y; z À 1; (iv) x þ 1; y À 1; z; (v) x À 1; y; z þ 1.
N In continuation to our research exploring potential biologically active derivatives of benzothiazines (Ahmad et al., 2008;  2009), we have devised the fusion of the pyrazole moiety with 1,2-benzothiazine nucleus in an attempt to synthesize novel bioactive molecules. In this paper, we report the synthesis and crystal structure of the title compound, (I).
In the structure of the title compound, there are two independent molecules (molecule a and molecule b) in an asymmetric unit with significantly different conformations of the heterocyclic thiazine rings (Figs. 1 and 2). In both molecules, the thiazine rings adopt half-chair conformations. In molecule a, S1 and N1 atoms are displaced by 0.382 (3) and -0.351 (3) Å, respectively, from the plane formed by the remaining ring atoms(C5-C8). In molecule b, S2 and N6 atoms are displaced by 0.533 (3) and -0.275 (3) Å, respectively, from the plane formed by the remaining ring atoms(C25-C28). The methyl groups attached to N1 and N6 are displaced by significantly different distances from the basal planes of the thiazine rings in the two molecules; 1.802 (4) and 1.694 (4) Å, respectively. The pertinent puckering parameters (Cremer & Pople, 1975) in molecules a and b are: Q = 0.475 (2) and 0.532 (4) Å, θ = 60.0 (4) and 63.4 (2)° and φ = 27.8 (3) and 20.0 (2)°, respectively.
Similar conformations of the corresponding rings have been reported in some closely related molecules (Siddiqui et al., 2008; Ahmad et al., 2011) .
The mean-planes defined by the pyrazolo and benzene rings of the benzothiazin fragment are inclined with respt to each other at 12.55 (7) and 18.04 (8)°, in the molecules a and b, respectively. The chlorophenyl-methylidene-acetohydrazide moieties in the two molecules display identical conformation. In the molecules labeled as a, intermolecular hydrogen bonds N4-H04···O3 result in the formation of dimmers and C18-H18···O1 link the molecules into chains. Similarly, the molecules b also exhibit intermolecular hydrogen bonds N9-H09···O6 resulting in the formation of dimmers while C38-H38···O4 link the molecules into chains. The molecules a and b are connected via C29-H29B···O2 hydrogen bonds further stabilizing the crystal structure (Tab. 1).
A mixture of 2- (3,4-dimethyl-5,5-dioxidopyrazolo[4,3-c] [1,2]benzothiazin-2(4H)-yl)acetohydrazide (1.0 g, 3.12 mmol) and 2-chlorobenzaldehyde (0.44 g, 3.12 mmol) were dissolved in ethanol (50 ml) followed by the addition of 2 drops of glacial acetic acid. The mixture was subjected to reflux for 4 -5 h. The completion of reaction was monitored with the help of thin layer chromatography (TLC). The precipitates formed were collected and washed with methanol (yield = 77%). The crystals of (I) suitable for crystallographic analysis were grown from its solution in dimethylamide at room temperature by slow evaporation.
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Refinement
All the H atoms were discernible in the difference electron density map. However, they were positioned at the idealized positions and refined by the riding-model approximation using constraints: N-H = 0.88 Å, C-H = 0.98, 0.99 and 0.95 Å for methyl, methylene and aryl H-atoms, respectively, and U iso (H) = 1.2U eq (parent atoms). The methyl groups were allowed to rotate about their axes during the refinement.
Figures Fig. 1 . The molecule a plotted with the displacement ellipsoids at 50% probability level (Farrugia, 1997). Fig. 2 . The molecule b plotted with the displacement ellipsoids at 50% probability level (Farrugia, 1997) .
Crystal data 
Special details
Experimental. : 8.5, 38.9, 51.3, 121.4, 122.4, 123.1, 124.6, 124.7, 124.9, 126.2, 126.4, 127.5, 127.7, 127.8, 128.1, 130.6, 132.9, 134.2, 136.2, 136.8, 166.3 (7) 0.0162 (7) −0.0172 (7) N1 0.0224 (8) 0.0312 (9) 0.0190 (9) −0.0097 (7) 0.0034 (7) −0.0027 (7) N2 0.0277 (9) 0.0294 (9) 0.0206 (9) −0.0130 (7) 0.0013 (7) −0.0048 (7) 
Geometric parameters (Å, °)

